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from the very detailed to those giving a broad over- 
view of particular aspects of the isozyme field. The 
volume successfully fulfils the objectives of the 
editors in providing for readers from diverse fields 
an appreciation of the importance of isozyme 
studies over the whole range of the biological 
sciences. 
S. Doonan 
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This book, designed for research workers and 
graduate students from related disciplines, is a 
‘self-contained introduction to the theory of 
atomic motions in proteins and nucleic acids’. The 
‘dynamics’ of the title is, more accurately, ‘modell- 
ing of the dynamics’ of proteins and nucleic acids. 
Potential readers should note that the book is 
mostly about energetics and computer simulations 
and only peripherally about experimental in- 
vestigation of motions in the structures. 
The first three chapters are an introduction to 
the structure and dynamics of proteins and nucleic 
acids in aqueous systems. Chapter four is a 
description of the possible methods of structure 
modelling which emphasises the close relationship 
between molecular dynamics and energy minimiza- 
tion. As the latter procedures have been of use in 
structure refinement, it is clear that the book will 
interest those concerned with investigation of the 
time-averaged, or static, structures of macromole- 
cules. Chapter five to eight present some of the 
results of the modelling, grouped into short time 
dynamics (less than 100 picoseconds); local struc- 
tural transitions, which results include energy 
minimisations; global structural changes, in- 
cluding hinge motions, of some proteins and 
nucleic acids; and dynamics of molecular associa- 
tion in which the main and intriguing example is of 
the effects of electrostatic harge interaction on the 
rate of association of superoxide dismutase with 
the superoxide ion. The last chapter is speculative, 
indicating likely improvements in computer- 
assisted modelling procedures. The book is rigo- 
rously referenced, which may be associated with its 
acknowledged origin in a review article by the 
senior author: there are about 600 references of 
which about 90 are to research papers of the 
book’s authors. 
The text is an approachable guide to structure 
energy minimisation and to molecular dynamic 
modelling on the picosecond to nanosecond time 
scale. From its emphasis on attribution and future 
development, it may be that the book is best 
thought of as a current guide rather than a text- 
book designed to remain valid for some years. 
Although it is clear that difficulties in extending 
molecular simulations beyond the nanosecond 
time-scale still remain, the book is a useful com- 
pilation of some present procedures, results and 
possibilities. 
C. Bailey 
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